Supplementary Table 5 — List of biological processes displaying significant enrichment (p<0.05) among the list of
proteins identified as antigens for autoantibodies in the hearts of A.BY/SnJ or C57BL/6 mice infected with CVB3

resolved per time point.

Enrichment of biological processes among the regulated proteins was calculated in the PANTHER
software by comparison with the reference set of NCBI mouse database.

Color defines significance of enrichment: dark red: highly significant; bright red >0.01< 0.05; yellow no significant enrichment
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