Table S3. BLAST analysis of T. cruzi hypothetical proteins 
	PROTEIN
	ID
	HOMOLOGUES

	hypothetical protein 1
	gi|71409986|
	nuclear migration protein nudC [H. sapiens]

	hypothetical protein 2
	gi|71651427|
	thioredoxin [Blastopirellula marina]

	hypothetical protein 3
	gi|71407656|
	phosphatidylinositol-4-phosphate-5-kinase [Toxoplasma gondii]

	hypothetical protein 4
	gi|71415980|
	serine/threonine kinase receptor-associated protein [Glossina sp.]

	hypothetical protein 5
	gi|71416575|
	dipeptidyl-peptidase [T. cruzi]

	hypothetical protein 6
	gi|71662317|
	thioredoxin [Blastopirellula marina]

	hypothetical protein 7
	gi|71667546|
	conserved leucine rich repeat protein

	hypothetical protein 8
	gi|71409780|
	microtubule-associated protein Gb4 [L. infantum]

	hypothetical protein 9
	gi|71398866|
	TPR domain protein, conserved [L. major]

	hypothetical protein 10
	gi|71407844|
	conserved hypothetical protein


a The highest hit in blastp analysis (E value ≤ 1-50). 
