Supplementary Table S3. Overview of all the proteins identified for the Grb2-SH-TAP series of experiments. Total protein
inputs were (A) 50, (B) 12.5, and (C) 5 mg. (A) is a full pulldown; (B) and (C) are half pulldowns. Percentage of injected eluate
volume ranged from 3 to 50%. Keratins have been excluded, trypsin is shown in grey. PCT (peptide counts), SCT (spectral
counts), SCV (percent sequence coverage), SD (standard deviation), CV (coefficient of variation).
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