
Supplementary Table S2. Overview of all the proteins identi�ed for the EGFR del-SH-TAP half pulldown series of experi-
ments. Total protein inputs were (A) 25, (B) 12.5, (C) 5 and (D) 2.5 mg. Percentage of injected eluate volume ranged from 0.25 to 
33%. Keratins have been excluded, trypsin is shown in grey. PCT (peptide counts), SCT (spectral counts), SCV (percent sequence 
coverage), SD (standard deviation), CV (coe5cient of variation). 
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136429 NA trypsin [Sus scrofa] 6 7 6 5 7 6 0.82 0.14 6 7 6 6 7 6.25 0.5 0.08 9 7 7 7 9 7.5 1 0.13 6 6 8 7 8 6.75 0.96 0.14 6 7 7 8 9 7 0.82 0.12 8 7 8 7.5 0.71 0.09 35 34 24 19 112 28 7.79 0.28 59 58 52 46 215 53.75 6.02 0.11 143 113 143 110 509 127.25 18.23 0.14 158 139 226 189 712 178 38.06 0.21 166 146 248 200 760 190 44.63 0.23 286 247 533 266.5 27.58 0.1 0.38 0.41 0.38 0.29 0.41 0.36 0.05 0.14 0.38 0.42 0.38 0.38 0.42 0.39 0.02 0.06 0.45 0.42 0.42 0.42 0.45 0.43 0.02 0.04 0.36 0.36 0.45 0.42 0.45 0.4 0.05 0.12 0.36 0.36 0.42 0.45 0.45 0.4 0.05 0.12 0.41 0.38 0.41 0.39 0.02 0.06 9 2841 0.45

P00533-1 EGFR Epidermal growth factor receptor 17 15 14 14 21 15 1.41 0.09 24 23 24 24 30 23.75 0.5 0.02 27 28 32 27 34 28.5 2.38 0.08 32 28 32 32 40 31 2 0.06 37 36 36 38 45 36.75 0.96 0.03 38 35 39 36.5 2.12 0.06 28 22 22 22 94 23.5 3 0.13 48 46 44 42 180 45 2.58 0.06 95 77 100 85 357 89.25 10.28 0.12 129 93 159 144 525 131.25 28.29 0.22 153 121 186 168 628 157 27.53 0.18 241 186 427 213.5 38.89 0.18 0.18 0.15 0.14 0.14 0.22 0.15 0.02 0.11 0.24 0.24 0.25 0.25 0.31 0.24 0.01 0.03 0.28 0.28 0.32 0.29 0.35 0.29 0.02 0.07 0.32 0.3 0.31 0.3 0.41 0.31 0.01 0.02 0.39 0.37 0.35 0.39 0.44 0.38 0.02 0.05 0.4 0.35 0.4 0.37 0.04 0.1 49 2211 0.49

P11021 GRP78 78 kDa glucose-regulated protein 0 0 0 0 0 0 0 0 3 4 3 3 8 3.25 0.5 0.15 8 7 10 8 10 8.25 1.26 0.15 7 8 11 10 11 9 1.83 0.2 6 10 9 9 13 8.5 1.73 0.2 9 9 9 9 0 0 0 0 0 0 0 0 0 0 3 4 3 4 14 3.5 0.58 0.16 16 7 13 11 47 11.75 3.77 0.32 10 10 22 16 58 14.5 5.74 0.4 9 22 27 26 84 21 8.29 0.39 25 22 47 23.5 2.12 0.09 0 0 0 0 0 0 0 0 0.07 0.08 0.07 0.06 0.18 0.07 0.01 0.1 0.18 0.15 0.23 0.18 0.23 0.19 0.04 0.19 0.16 0.18 0.25 0.22 0.25 0.2 0.04 0.2 0.15 0.21 0.2 0.22 0.28 0.2 0.03 0.17 0.22 0.22 0.22 0.22 0 0 14 250 0.3

P11142-1 HSP7C Heat shock cognate 71 kDa protein 0 0 0 0 0 0 0 0 2 3 4 3 4 3 0.82 0.27 5 5 5 5 6 5 0 0 5 5 10 7 11 6.75 2.36 0.35 7 7 10 7 12 7.75 1.5 0.19 8 7 8 7.5 0.71 0.09 0 0 0 0 0 0 0 0 2 3 4 3 12 3 0.82 0.27 9 5 10 8 32 8 2.16 0.27 8 6 19 10 43 10.75 5.74 0.53 13 17 24 14 68 17 4.97 0.29 13 11 24 12 1.41 0.12 0 0 0 0 0 0 0 0 0.04 0.05 0.08 0.06 0.08 0.06 0.02 0.31 0.09 0.09 0.09 0.09 0.11 0.09 0 0 0.09 0.1 0.18 0.15 0.22 0.13 0.04 0.33 0.15 0.15 0.2 0.13 0.25 0.16 0.03 0.2 0.15 0.14 0.15 0.14 0.01 0.08 13 179 0.27

Q8TF42 UBS3B Ubiquitin-associated and SH3 domain-containing protein B 0 2 0 0 2 0.5 1 2 5 3 2 2 5 3 1.41 0.47 5 5 4 4 7 4.5 0.58 0.13 7 6 4 6 8 5.75 1.26 0.22 7 5 8 5 9 6.25 1.5 0.24 7 4 7 5.5 2.12 0.39 0 2 0 0 2 0.5 1 2 6 3 3 2 14 3.5 1.73 0.49 6 8 4 8 26 6.5 1.91 0.29 10 10 12 10 42 10.5 1 0.1 15 11 18 11 55 13.75 3.4 0.25 16 6 22 11 7.07 0.64 0 0.04 0 0 0.04 0.01 0.02 2 0.1 0.07 0.03 0.03 0.1 0.06 0.03 0.58 0.1 0.1 0.06 0.06 0.12 0.08 0.02 0.24 0.12 0.09 0.06 0.09 0.14 0.09 0.03 0.27 0.12 0.08 0.17 0.08 0.18 0.11 0.04 0.39 0.15 0.06 0.15 0.1 0.06 0.56 14 161 0.28

P62993-1 GRB2 Growth factor receptor-bound protein 2 0 0 0 0 0 0 0 0 0 0 2 3 3 1.25 1.5 1.2 4 4 6 6 6 5 1.15 0.23 5 2 6 6 6 4.75 1.89 0.4 6 4 8 6 9 6 1.63 0.27 8 6 8 7 1.41 0.2 0 0 0 0 0 0 0 0 0 0 3 3 6 1.5 1.73 1.15 5 5 9 8 27 6.75 2.06 0.31 10 2 13 11 36 9 4.83 0.54 7 5 16 10 38 9.5 4.8 0.5 20 15 35 17.5 3.54 0.2 0 0 0 0 0 0 0 0 0 0 0.1 0.13 0.13 0.06 0.07 1.18 0.19 0.19 0.26 0.26 0.26 0.23 0.04 0.18 0.23 0.09 0.26 0.26 0.26 0.21 0.08 0.4 0.28 0.18 0.43 0.26 0.48 0.29 0.11 0.38 0.35 0.26 0.35 0.3 0.07 0.21 9 142 0.48

P08107 HSP71 Heat shock 70 kDa protein 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 3 3 2 3 2.5 0.58 0.23 4 2 6 4 6 4 1.63 0.41 3 5 5 5 8 4.5 1 0.22 4 3 4 3.5 0.71 0.2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 3 5 2 15 3.75 1.5 0.4 7 3 12 7 29 7.25 3.69 0.51 7 13 18 13 51 12.75 4.5 0.35 9 6 15 7.5 2.12 0.28 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.04 0.06 0.06 0.04 0.06 0.05 0.01 0.29 0.07 0.04 0.11 0.08 0.11 0.08 0.03 0.4 0.05 0.08 0.11 0.1 0.15 0.09 0.02 0.29 0.09 0.06 0.09 0.07 0.02 0.22 8 110 0.15

P34931 HS71L Heat shock 70 kDa protein 1L 0 0 0 0 0 0 0 0 0 0 2 2 2 1 1.15 1.15 3 3 3 3 3 3 0 0 3 3 5 3 5 3.5 1 0.29 3 4 3 4 5 3.5 0.58 0.16 3 3 3 3 0 0 0 0 0 0 0 0 0 0 0 0 2 2 4 1 1.15 1.15 6 3 6 4 19 4.75 1.5 0.32 6 4 12 6 28 7 3.46 0.49 7 13 15 11 46 11.5 3.42 0.3 7 6 13 6.5 0.71 0.11 0 0 0 0 0 0 0 0 0 0 0.05 0.05 0.05 0.02 0.03 1.15 0.06 0.06 0.06 0.06 0.06 0.06 0 0 0.05 0.06 0.09 0.06 0.09 0.07 0.02 0.25 0.05 0.08 0.06 0.08 0.09 0.07 0.01 0.18 0.06 0.06 0.06 0.06 0 0 5 110 0.09

P22626-1 ROA2 Heterogeneous nuclear ribonucleoproteins A2/B1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 3 3 1.75 1.26 0.72 2 0 4 3 4 2.25 1.71 0.76 3 2 2 4 4 2.75 0.96 0.35 3 3 3 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 3 4 10 2.5 1.73 0.69 2 0 6 3 11 2.75 2.5 0.91 6 2 4 5 17 4.25 1.71 0.4 7 5 12 6 1.41 0.24 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.09 0 0.09 0.11 0.11 0.07 0.05 0.68 0.05 0 0.11 0.11 0.11 0.07 0.05 0.8 0.09 0.09 0.09 0.11 0.11 0.09 0.01 0.13 0.09 0.09 0.09 0.09 0 0 4 50 0.11

Q9UJM3 ERRFI ERBB receptor feedback inhibitor 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 4 1 2 2 7 3 3 0 8 3.25 2.87 0.88 4 5 5 4.5 0.71 0.16 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 5 0 0 0 5 1.25 2.5 2 8 5 4 0 17 4.25 3.3 0.78 6 7 13 6.5 0.71 0.11 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.13 0 0 0 0.13 0.03 0.06 2 0.18 0.06 0.07 0 0.19 0.08 0.07 0.94 0.1 0.15 0.15 0.12 0.04 0.33 9 35 0.25

P07900-1 HS90A Heat shock protein HSP 90-alpha 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 2 0.5 1 2 0 0 2 0 2 0.5 1 2 6 4 5 3 7 4.5 1.29 0.29 4 3 4 3.5 0.71 0.2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 2 0.5 1 2 0 0 2 0 2 0.5 1 2 6 5 5 4 20 5 0.82 0.16 5 3 8 4 1.41 0.35 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.03 0 0 0.03 0.01 0.01 2 0 0 0.03 0 0.03 0.01 0.02 2 0.07 0.05 0.08 0.04 0.09 0.06 0.02 0.33 0.06 0.06 0.06 0.06 0 0 7 32 0.09

P08238 HS90B Heat shock protein HSP 90-beta 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 4 4 3 6 3.75 0.5 0.13 4 3 4 3.5 0.71 0.2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 5 4 4 17 4.25 0.5 0.12 5 3 8 4 1.41 0.35 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.05 0.05 0.06 0.04 0.08 0.05 0.01 0.23 0.06 0.06 0.06 0.06 0 0 6 25 0.08

Q00839-1 HNRPU Heterogeneous nuclear ribonucleoprotein U 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 3 3 1.25 1.5 1.2 0 0 2 0 2 0.5 1 2 3 0 3 2 3 2 1.41 0.71 3 0 3 1.5 2.12 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 3 5 1.25 1.5 1.2 0 0 2 0 2 0.5 1 2 3 0 3 2 8 2 1.41 0.71 3 0 3 1.5 2.12 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.03 0 0.04 0.04 0.02 0.02 1.17 0 0 0.03 0 0.03 0.01 0.02 2 0.03 0 0.03 0.02 0.03 0.02 0.02 0.72 0.03 0 0.03 0.02 0.02 1.41 4 18 0.05

P60709 ACTB Actin, cytoplasmic 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 2 0.5 1 2 0 2 0 0 2 0.5 1 2 4 0 0 0 4 1 2 2 0 2 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 3 0.75 1.5 2 0 2 0 0 2 0.5 1 2 6 0 0 0 6 1.5 3 2 0 2 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.06 0 0 0 0.06 0.01 0.03 2 0 0.06 0 0 0.06 0.01 0.03 2 0.13 0 0 0 0.13 0.03 0.07 2 0 0.06 0.06 0.03 0.04 1.41 5 13 0.16

P68363 TBA1B Tubulin alpha-1B chain 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 0 0 3 0.75 1.5 2 2 0 3 0 4 1.25 1.5 1.2 2 0 0 0 2 0.5 1 2 2 0 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 0 4 1 2 2 2 0 3 0 5 1.25 1.5 1.2 2 0 0 0 2 0.5 1 2 2 0 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.1 0 0 0 0.1 0.02 0.05 2 0.05 0 0.1 0 0.12 0.04 0.05 1.26 0.05 0 0 0 0.05 0.01 0.03 2 0.05 0 0.05 0.03 0.04 1.41 4 13 0.12

P14136-1 GFAP Glial fibrillary acidic protein 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 2 0.5 1 2 0 0 0 0 0 0 0 0 2 0 0 0 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 0 4 1 2 2 0 0 0 0 0 0 0 0 7 0 0 0 7 1.75 3.5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.04 0 0 0.04 0.01 0.02 2 0 0 0 0 0 0 0 0 0.04 0 0 0 0.04 0.01 0.02 2 0 0 0 0 0 0 2 11 0.04

P31943 HNRH1 Heterogeneous nuclear ribonucleoprotein H 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 0.5 1 2 2 0 2 0 2 1 1.15 1.15 2 0 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 0.5 1 2 3 0 2 0 5 1.25 1.5 1.2 2 0 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.06 0 0.06 0.02 0.03 2 0.06 0 0.06 0 0.06 0.03 0.03 1.15 0.06 0 0.06 0.03 0.04 1.41 2 9 0.06

P10412 H14 Histone H1.4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 2 2 1 1.15 1.15 2 0 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 3 5 1.25 1.5 1.2 3 0 3 1.5 2.12 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.11 0.11 0.11 0.05 0.06 1.15 0.11 0 0.11 0.05 0.07 1.41 2 8 0.11

P12236 ADT3 ADP/ATP translocase 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 3 0.75 1.5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 3 0.75 1.5 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.12 0 0.12 0.03 0.06 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 3 0.12

P23246-1 SFPQ Splicing factor, proline- and glutamine-rich 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 1 1.41 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 0 3 1.5 2.12 1.41 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.04 0 0.04 0.02 0.03 1.41 2 3 0.04

P31942-1 HNRH3 Heterogeneous nuclear ribonucleoprotein H3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.08 0 0.08 0.02 0.04 2 0 0 0 0 0 0 2 2 0.08

P81605 DCD Dermcidin 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 0 0 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.23 0 0 0 0.23 0.06 0.11 2 0 0 0 0 0 0 2 2 0.23
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136429 NA trypsin [Sus scrofa] 7 8 7 8 8 7.5 0.58 0.08 8 8 8 8 9 8 0 0 2 7 2 7 7 4.5 2.89 0.64 7 8 7 8 8 7.5 0.58 0.08 306 304 306 304 1220 305 1.15 0 516 536 516 536 2104 526 11.55 0.02 342 552 342 552 1788 447 121.24 0.27 620 598 620 598 2436 609 12.7 0.02 0.42 0.45 0.42 0.45 0.45 0.44 0.02 0.05 0.41 0.45 0.41 0.45 0.45 0.43 0.02 0.06 0.08 0.38 0.08 0.38 0.38 0.23 0.17 0.76 0.38 0.42 0.38 0.42 0.42 0.4 0.02 0.06 9 7548 0.45

P00533-1 EGFR Epidermal growth factor receptor 28 25 28 25 30 26.5 1.73 0.07 26 26 26 26 31 26 0 0 17 29 17 29 31 23 6.93 0.3 27 31 27 31 33 29 2.31 0.08 146 136 146 136 564 141 5.77 0.04 304 280 304 280 1168 292 13.86 0.05 164 238 164 238 804 201 42.72 0.21 296 330 296 330 1252 313 19.63 0.06 0.28 0.25 0.28 0.25 0.3 0.27 0.02 0.08 0.26 0.27 0.26 0.27 0.33 0.27 0 0.01 0.19 0.3 0.19 0.3 0.33 0.25 0.07 0.28 0.3 0.32 0.3 0.32 0.34 0.31 0.01 0.03 37 3788 0.37

P11021 GRP78 78 kDa glucose-regulated protein 6 9 6 9 10 7.5 1.73 0.23 6 9 6 9 9 7.5 1.73 0.23 5 7 5 7 8 6 1.15 0.19 6 7 6 7 9 6.5 0.58 0.09 12 22 12 22 68 17 5.77 0.34 22 36 22 36 116 29 8.08 0.28 32 18 32 18 100 25 8.08 0.32 26 18 26 18 88 22 4.62 0.21 0.15 0.21 0.15 0.21 0.23 0.18 0.04 0.2 0.15 0.19 0.15 0.19 0.19 0.17 0.02 0.14 0.11 0.16 0.11 0.16 0.18 0.13 0.03 0.22 0.15 0.16 0.15 0.16 0.19 0.15 0.01 0.04 13 372 0.27

P62993-1 GRB2 Growth factor receptor-bound protein 2 3 4 3 4 5 3.5 0.58 0.16 0 6 0 6 6 3 3.46 1.15 4 5 4 5 5 4.5 0.58 0.13 4 6 4 6 7 5 1.15 0.23 6 16 6 16 44 11 5.77 0.52 0 20 0 20 40 10 11.55 1.15 22 14 22 14 72 18 4.62 0.26 14 34 14 34 96 24 11.55 0.48 0.13 0.17 0.13 0.17 0.21 0.15 0.02 0.14 0 0.26 0 0.26 0.26 0.13 0.15 1.15 0.19 0.23 0.19 0.23 0.23 0.21 0.02 0.11 0.18 0.26 0.18 0.26 0.3 0.22 0.05 0.22 7 252 0.3

P11142-1 HSP7C Heat shock cognate 71 kDa protein 7 5 7 5 8 6 1.15 0.19 5 6 5 6 7 5.5 0.58 0.1 4 5 4 5 6 4.5 0.58 0.13 0 4 0 4 4 2 2.31 1.15 18 18 18 18 72 18 0 0 14 26 14 26 80 20 6.93 0.35 14 12 14 12 52 13 1.15 0.09 0 10 0 10 20 5 5.77 1.15 0.12 0.09 0.12 0.09 0.14 0.11 0.02 0.16 0.1 0.11 0.1 0.11 0.13 0.11 0.01 0.09 0.07 0.09 0.07 0.09 0.11 0.08 0.01 0.12 0 0.07 0 0.07 0.07 0.04 0.04 1.15 9 224 0.16

Q8TF42 UBS3B Ubiquitin-associated and SH3 domain-containing protein B 4 3 4 3 4 3.5 0.58 0.16 3 3 3 3 4 3 0 0 0 3 0 3 3 1.5 1.73 1.15 0 4 0 4 4 2 2.31 1.15 8 14 8 14 44 11 3.46 0.31 8 24 8 24 64 16 9.24 0.58 0 16 0 16 32 8 9.24 1.15 0 16 0 16 32 8 9.24 1.15 0.06 0.04 0.06 0.04 0.06 0.05 0.01 0.21 0.06 0.05 0.06 0.05 0.07 0.05 0 0.08 0 0.05 0 0.05 0.05 0.03 0.03 1.15 0 0.06 0 0.06 0.06 0.03 0.04 1.15 5 172 0.08

Q9UJM3 ERRFI ERBB receptor feedback inhibitor 1 0 0 0 0 0 0 0 0 0 2 0 2 2 1 1.15 1.15 3 3 3 3 3 3 0 0 3 4 3 4 4 3.5 0.58 0.16 0 0 0 0 0 0 0 0 0 4 0 4 8 2 2.31 1.15 12 14 12 14 52 13 1.15 0.09 18 16 18 16 68 17 1.15 0.07 0 0 0 0 0 0 0 0 0 0.05 0 0.05 0.05 0.02 0.03 1.15 0.07 0.07 0.07 0.07 0.07 0.07 0 0 0.08 0.1 0.08 0.1 0.1 0.09 0.01 0.13 5 128 0.12

P22626-1 ROA2 Heterogeneous nuclear ribonucleoproteins A2/B1 0 2 0 2 2 1 1.15 1.15 2 4 2 4 4 3 1.15 0.38 0 2 0 2 2 1 1.15 1.15 0 3 0 3 3 1.5 1.73 1.15 0 6 0 6 12 3 3.46 1.15 6 12 6 12 36 9 3.46 0.38 0 4 0 4 8 2 2.31 1.15 0 18 0 18 36 9 10.39 1.15 0 0.07 0 0.07 0.07 0.03 0.04 1.15 0.07 0.11 0.07 0.11 0.11 0.09 0.03 0.29 0 0.09 0 0.09 0.09 0.04 0.05 1.15 0 0.11 0 0.11 0.11 0.06 0.06 1.15 4 92 0.11

P08107 HSP71 Heat shock 70 kDa protein 1 0 3 0 3 3 1.5 1.73 1.15 0 2 0 2 2 1 1.15 1.15 0 2 0 2 2 1 1.15 1.15 0 3 0 3 3 1.5 1.73 1.15 0 10 0 10 20 5 5.77 1.15 0 18 0 18 36 9 10.39 1.15 0 4 0 4 8 2 2.31 1.15 0 10 0 10 20 5 5.77 1.15 0 0.05 0 0.05 0.05 0.03 0.03 1.15 0 0.04 0 0.04 0.04 0.02 0.02 1.15 0 0.04 0 0.04 0.04 0.02 0.02 1.15 0 0.06 0 0.06 0.06 0.03 0.04 1.15 4 84 0.07

P14136-1 GFAP Glial fibrillary acidic protein 0 0 0 0 0 0 0 0 2 0 2 0 2 1 1.15 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 20 0 20 0 40 10 11.55 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.04 0 0.04 0 0.04 0.02 0.02 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 40 0.04

P31943 HNRH1 Heterogeneous nuclear ribonucleoprotein H 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 2 1 1.15 1.15 0 3 0 3 3 1.5 1.73 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6 0 6 12 3 3.46 1.15 0 10 0 10 20 5 5.77 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.06 0 0.06 0.06 0.03 0.03 1.15 0 0.09 0 0.09 0.09 0.04 0.05 1.15 3 32 0.09

Q00839-1 HNRPU Heterogeneous nuclear ribonucleoprotein U 0 0 0 0 0 0 0 0 0 2 0 2 2 1 1.15 1.15 0 4 0 4 4 2 2.31 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 4 8 2 2.31 1.15 0 10 0 10 20 5 5.77 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.02 0 0.02 0.02 0.01 0.01 1.15 0 0.05 0 0.05 0.05 0.03 0.03 1.15 0 0 0 0 0 0 0 0 4 28 0.05

P07900-1 HS90A Heat shock protein HSP 90-alpha 0 0 0 0 0 0 0 0 2 3 2 3 3 2.5 0.58 0.23 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 8 4 8 24 6 2.31 0.38 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.04 0.04 0.04 0.04 0.04 0.04 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3 24 0.04

P10412 H14 Histone H1.4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 2 1 1.15 1.15 0 2 0 2 2 1 1.15 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 4 8 2 2.31 1.15 0 6 0 6 12 3 3.46 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.11 0 0.11 0.11 0.05 0.06 1.15 0 0.11 0 0.11 0.11 0.05 0.06 1.15 2 20 0.11

Q5D862 FILA2 Filaggrin-2 2 0 2 0 2 1 1.15 1.15 2 0 2 0 2 1 1.15 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 4 0 8 2 2.31 1.15 4 0 4 0 8 2 2.31 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.01 0 0.01 0 0.01 0 0.01 1.15 0.01 0 0.01 0 0.01 0 0.01 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 16 0.01

P68363 TBA1B Tubulin alpha-1B chain 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 2 1 1.15 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 4 8 2 2.31 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.04 0 0.04 0.04 0.02 0.02 1.15 2 8 0.04

P15880 RS2 40S ribosomal protein S2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 2 1 1.15 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 4 8 2 2.31 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.06 0 0.06 0.06 0.03 0.04 1.15 2 8 0.06

P60709 ACTB Actin, cytoplasmic 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 2 0 2 2 1 1.15 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 4 0 4 8 2 2.31 1.15 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0.06 0 0.06 0.06 0.03 0.03 1.15 0 0 0 0 0 0 0 0 2 8 0.06
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136429 NA trypsin [Sus scrofa] 6 7 2 6 7 5.25 2.22 0.42 8 8 8 8 8 8 0 0 289 329 141 293 1052 263 83.3 0.32 376 392 340 321 1429 357.25 32.51 0.09 0.38 0.38 0.08 0.38 0.38 0.3 0.15 0.49 0.41 0.41 0.41 0.41 0.41 0.41 0 0 8 2481 0.41

P00533-1 EGFR Epidermal growth factor receptor 17 19 11 21 24 17 4.32 0.25 19 17 23 25 28 21 3.65 0.17 43 43 56 80 222 55.5 17.45 0.31 57 50 106 95 308 77 27.65 0.36 0.2 0.22 0.13 0.24 0.27 0.2 0.05 0.25 0.22 0.19 0.24 0.25 0.28 0.23 0.02 0.11 30 530 0.3

P11021 GRP78 78 kDa glucose-regulated protein 2 2 3 4 5 2.75 0.96 0.35 3 2 5 5 6 3.75 1.5 0.4 2 3 5 8 18 4.5 2.65 0.59 4 3 6 8 21 5.25 2.22 0.42 0.04 0.05 0.07 0.1 0.13 0.07 0.03 0.39 0.07 0.06 0.12 0.13 0.15 0.1 0.04 0.38 7 39 0.18

P14136-1 GFAP Glial fibrillary acidic protein 2 2 0 0 2 1 1.15 1.15 0 0 0 0 0 0 0 0 18 15 0 0 33 8.25 9.6 1.16 0 0 0 0 0 0 0 0 0.04 0.04 0 0 0.04 0.02 0.02 1.15 0 0 0 0 0 0 0 0 2 33 0.04

Q9UJM3 ERRFI ERBB receptor feedback inhibitor 1 0 0 0 3 3 0.75 1.5 2 2 3 5 5 5 3.75 1.5 0.4 0 0 0 3 3 0.75 1.5 2 3 3 8 7 21 5.25 2.63 0.5 0 0 0 0.08 0.08 0.02 0.04 2 0.04 0.07 0.12 0.12 0.12 0.08 0.04 0.45 5 24 0.12

P06702 S10A9 Protein S100-A9 0 0 2 3 3 1.25 1.5 1.2 0 0 3 3 3 1.5 1.73 1.15 0 0 2 4 6 1.5 1.91 1.28 0 0 4 4 8 2 2.31 1.15 0 0 0.18 0.32 0.32 0.12 0.15 1.23 0 0 0.32 0.32 0.32 0.16 0.18 1.15 3 14 0.32

Q8TF42 UBS3B Ubiquitin-associated and SH3 domain-containing protein B 0 0 0 2 2 0.5 1 2 0 0 3 3 4 1.5 1.73 1.15 0 0 0 3 3 0.75 1.5 2 0 0 5 4 9 2.25 2.63 1.17 0 0 0 0.03 0.03 0.01 0.02 2 0 0 0.05 0.07 0.08 0.03 0.04 1.18 5 12 0.1

P62993-1 GRB2 Growth factor receptor-bound protein 2 0 0 0 2 2 0.5 1 2 0 0 3 2 4 1.25 1.5 1.2 0 0 0 2 2 0.5 1 2 0 0 3 3 6 1.5 1.73 1.15 0 0 0 0.1 0.1 0.02 0.05 2 0 0 0.12 0.1 0.17 0.06 0.06 1.17 4 8 0.17

P10412 H14 Histone H1.4 0 0 0 0 0 0 0 0 2 2 0 2 2 1.5 1 0.67 0 0 0 0 0 0 0 0 2 2 0 2 6 1.5 1 0.67 0 0 0 0 0 0 0 0 0.11 0.11 0 0.11 0.11 0.08 0.05 0.67 2 6 0.11

P22626-1 ROA2 Heterogeneous nuclear ribonucleoproteins A2/B1 0 0 0 3 3 0.75 1.5 2 0 0 0 0 0 0 0 0 0 0 0 5 5 1.25 2.5 2 0 0 0 0 0 0 0 0 0 0 0 0.09 0.09 0.02 0.05 2 0 0 0 0 0 0 0 0 3 5 0.09

P05109 S10A8 Protein S100-A8 0 0 0 0 0 0 0 0 0 0 2 2 2 1 1.15 1.15 0 0 0 0 0 0 0 0 0 0 2 3 5 1.25 1.5 1.2 0 0 0 0 0 0 0 0 0 0 0.2 0.2 0.2 0.1 0.12 1.15 2 5 0.2

P08107 HSP71 Heat shock 70 kDa protein 1 0 0 0 0 0 0 0 0 0 0 2 0 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 4 0 4 1 2 2 0 0 0 0 0 0 0 0 0 0 0.04 0 0.04 0.01 0.02 2 2 4 0.04

P11142-1 HSP7C Heat shock cognate 71 kDa protein 0 0 0 2 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 0 4 4 1 2 2 0 0 0 0 0 0 0 0 0 0 0 0.04 0.04 0.01 0.02 2 0 0 0 0 0 0 0 0 2 4 0.04

P60709 ACTB Actin, cytoplasmic 1 0 0 0 0 0 0 0 0 0 3 0 0 3 0.75 1.5 2 0 0 0 0 0 0 0 0 0 3 0 0 3 0.75 1.5 2 0 0 0 0 0 0 0 0 0 0.1 0 0 0.1 0.03 0.05 2 3 3 0.1

P68363 TBA1B Tubulin alpha-1B chain 0 0 0 0 0 0 0 0 0 0 0 2 2 0.5 1 2 0 0 0 0 0 0 0 0 0 0 0 3 3 0.75 1.5 2 0 0 0 0 0 0 0 0 0 0 0 0.05 0.05 0.01 0.03 2 2 3 0.05
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P00533-1 EGFR Epidermal growth factor receptor 12 12 14 13 17 12.75 0.96 0.08 23 24 28 24 99 24.75 2.22 0.09 0.15 0.15 0.17 0.16 0.2 0.16 0.01 0.07 17 99 0.2

162648 NA trypsin [Sus scrofa] 8 8 8 8 8 8 0 0 395 413 316 326 1450 362.5 48.65 0.13 0.41 0.41 0.41 0.41 0.41 0.41 0 0 8 1450 0.41

P06702 S10A9 Protein S100-A9 0 0 3 3 3 1.5 1.73 1.15 0 0 3 4 7 1.75 2.06 1.18 0 0 0.32 0.32 0.32 0.16 0.18 1.15 3 7 0.32

P14136-1 GFAP Glial fibrillary acidic protein 0 2 0 0 2 0.5 1 2 0 13 0 0 13 3.25 6.5 2 0 0.04 0 0 0.04 0.01 0.02 2 2 13 0.04

Table S2


