	Patient’s code
	H1
	H2
	H3
	H4
	H5
	s33
	s35

	Number of sequences
	41
	41
	42
	49
	30
	50
	40

	Number of variable sites
	577
	475
	446
	491
	441
	288
	391

	СT
	15,09901
	18,89251
	18,62745
	16,22517
	20,26144
	21,46597
	26,53061

	AG
	38,86139
	41,36808
	41,50327
	51,98675
	39,86928
	52,87958
	48,57143

	CG
	1,485149
	0,651466
	0,980392
	0,331126
	0,326797
	0,52356
	0,816327

	AT
	8,663366
	6,188925
	5,555556
	3,97351
	6,862745
	5,235602
	4,489796

	CA
	10,14851
	9,771987
	13,0719
	9,602649
	11,43791
	10,99476
	11,42857

	GT
	4,207921
	4,560261
	5,555556
	5,960265
	5,882353
	2,094241
	2,040816

	ATG
	5,693069
	5,863192
	2,287582
	2,317881
	3,921569
	0,52356
	1,632653

	ATC
	4,950495
	2,931596
	3,921569
	3,97351
	3,594771
	2,617801
	1,632653

	GCA
	5,19802
	5,211726
	4,575163
	2,317881
	3,594771
	2,094241
	1,632653

	GCT
	2,227723
	0,977199
	1,633987
	1,324503
	2,941176
	0,52356
	1,22449

	ATGC
	3,465347
	3,583062
	2,287582
	1,986755
	1,30719
	1,04712
	0

	
	ES2
	ES4
	ES7
	ES8
	ES9
	C61
	C62

	Number of sequences
	22
	18
	16
	47
	27
	15
	15

	Number of variable sites
	64
	114
	230
	138
	219
	195
	166

	СT
	28,125
	19,10112
	20
	18,18182
	18,98734
	18,42105
	15,65217

	AG
	54,6875
	38,20225
	43,87097
	38,38384
	45,56962
	38,59649
	46,95652

	CG
	1,5625
	2,247191
	3,870968
	6,060606
	2,531646
	3,508772
	0,869565

	AT
	3,125
	8,988764
	5,806452
	5,050505
	4,43038
	10,52632
	10,43478

	CA
	4,6875
	23,59551
	12,90323
	15,15152
	16,4557
	14,03509
	13,04348

	GT
	7,8125
	4,494382
	10,96774
	14,14141
	8,860759
	6,140351
	6,956522

	ATG
	0
	3,370787
	0
	1,010101
	1,265823
	2,631579
	1,73913

	ATC
	0
	0
	0
	1,010101
	1,898734
	3,508772
	1,73913

	GCA
	0
	0
	1,935484
	1,010101
	0
	1,754386
	0,869565

	GCT
	0
	0
	0,645161
	0
	0
	0,877193
	0,869565

	ATGC
	0
	0
	0
	0
	0
	0
	0,869565

	
	C93
	C94
	C96
	C98
	C109
	DM1
	DM2

	Number of sequences
	15
	13
	9
	17
	11
	7
	14

	Number of variable sites
	293
	345
	170
	211
	154
	188
	185

	СT
	14,84716
	15,70881
	14,04959
	16,66667
	18,4466
	20,38835
	17,14286

	AG
	35,37118
	45,97701
	26,44628
	40,15152
	38,83495
	48,54369
	47,85714

	CG
	3,930131
	1,149425
	9,917355
	3,787879
	1,941748
	0,970874
	5

	AT
	6,9869
	6,896552
	14,87603
	8,333333
	8,737864
	5,825243
	10

	CA
	20,52402
	13,02682
	18,18182
	13,63636
	21,35922
	12,62136
	11,42857

	GT
	9,606987
	5,363985
	10,7438
	7,575758
	4,854369
	6,796117
	2,142857

	ATG
	2,183406
	4,980843
	1,652893
	0,757576
	1,941748
	1,941748
	1,428571

	ATC
	0,873362
	2,681992
	0
	0,757576
	0,970874
	0
	0,714286

	GCA
	3,056769
	3,065134
	2,479339
	6,060606
	2,912621
	1,941748
	4,285714

	GCT
	1,746725
	0,766284
	0,826446
	1,515152
	0
	0,970874
	0

	ATGC
	0,873362
	0,383142
	0,826446
	0,757576
	0
	0
	0



Table 1. Percentage of variable sites among sequences coding for HIV1 gp120 from each of the 34 monophyletic sets. Exceptions from the general tendencies are written in grey cells.
	Patient’s code
	DM3
	DM4
	DM5
	DM6
	DM7
	DM8
	DM9

	Number of sequences
	16
	14
	15
	15
	11
	16
	16

	Number of variable sites
	251
	109
	256
	183
	124
	355
	287

	СT
	21,08108
	13,7931
	17,24138
	28,68217
	23,95833
	15,12915
	17,93722

	AG
	44,86486
	46,55172
	39,90148
	45,73643
	45,83333
	41,69742
	42,15247

	CG
	1,621622
	0
	4,433498
	1,550388
	3,125
	2,214022
	3,139013

	AT
	7,567568
	6,896552
	12,31527
	3,100775
	8,333333
	8,487085
	8,520179


	CA
	12,97297
	24,13793
	16,25616
	10,85271
	11,45833
	11,80812
	8,96861

	GT
	4,864865
	6,896552
	5,91133
	6,20155
	7,291667
	5,535055
	3,587444

	ATG
	0,540541
	0
	0,985222
	3,100775
	0
	3,321033
	4,035874

	ATC
	3,243243
	1,724138
	0,492611
	0,775194
	0
	2,214022
	3,587444

	GCA
	2,162162
	0
	1,970443
	0
	0
	7,380074
	4,035874

	GCT
	1,081081
	0
	0,492611
	0
	0
	0,738007
	2,690583

	ATGC
	0
	0
	0
	0
	0
	1,476015
	1,345291

	
	9F
	32M
	120F
	183M
	605F
	605M
	

	Number of sequences
	8
	7
	8
	8
	8
	8
	

	Number of variable sites
	228
	188
	225
	229
	220
	308
	

	СT
	17,51412
	17,80822
	23,48485
	14,38849
	18,96552
	19,59184
	

	AG
	42,37288
	39,72603
	42,42424
	39,56835
	45,97701
	39,59184
	

	CG
	4,519774
	4,109589
	3,787879
	2,877698
	2,873563
	4,489796
	

	AT
	5,084746
	17,80822
	7,575758
	15,10791
	10,91954
	9,387755
	

	CA
	14,68927
	10,9589
	13,63636
	17,26619
	9,770115
	13,46939
	

	GT
	8,474576
	6,849315
	4,545455
	3,597122
	5,172414
	6,530612
	

	ATG
	3,954802
	0
	1,515152
	1,438849
	1,724138
	2,44898
	

	ATC
	2,259887
	0
	1,515152
	2,877698
	2,298851
	2,44898
	

	GCA
	1,129944
	1,369863
	0,757576
	2,158273
	0,574713
	0,816327
	

	GCT
	0
	0,684932
	0,757576
	0
	1,149425
	0,816327
	

	ATGC
	0
	0,684932
	0
	0,719424
	0,574713
	0,408163
	


