NIMA-related kinase 7 interacts with Mat1 and is involved in the UV-induced DNA Damage Response
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S1 Fig: Confocal microscopy immunofluorescence images of Hela cells depleted for Nek7 (two stably transfected clones named N769, N767) or Mat1 (two stably transfected clones named MAT1.1 and MAT1.2). Control transfected Hela cells (PLKO) or cells transfected as indicated on top of the figure (non-irradiated) (A) or irradiated with 50 J/m2 UV-C (B) were stained by immunofluorescence confocal microscopy using anti-γH2AX antibody. Nuclei were counterstained by Hoechst. 
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S2 Fig: Histograms used to generate graphs shown in Fig. 4 A-B: shRNA control Hela cells and cells depleted by shRNA for Nek7 or Mat1 were irradiated or not with 50 J/m2 of UV light and recovered for 2 hours. After this the cells were stained with propidium iodide and annexin-FITC and analyzed by flow cytometry A) Apoptosis assay analysis by Flow cytometry of control cells (shRNA-Control) and depleted to Nek7 (shRNA-Nek7). B) Apoptosis assay analysis by Flow cytometry of control cells (shRNA-Control) and depleted to Mat1 (shRNA-Mat1). The figures were generated by the program FACS expression 4 Flow Research edition. Red squares correspond to apoptosis  cells considered for the graphics generation in Fig. 4.
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 S3 Fig: Histograms used to generate the graph from Fig. 4 C: wild-type Nek7 or kinase dead -overexpressed (Nek7-K63A and Nek7-K63/64A) were irradiated or not with 50 J/m2 of UV light and recovered for 2 hours. After this the cells were stained with propidium iodide and annexin-FITC and analyzed by flow cytometry. The figures were generated by the program FACS expression 4 Flow Research edition. Red squares correspond to apoptosis  cells considered for the graphics generation in Fig. 4.

1

image3.jpeg
=
=
E
E
J
T % s B e
V-§-6A0-d0sed
Yo
%
3l <
m s ee
3| B
J
k] e “e -} ‘e

V-5-6A0-dDied

. e 2
>
A .5 -
o 2
: * 3 : 3
o —
Iy o D
e o< & < 3
4 oS S ¥
4 = 3 0 o
w o [
2 g ‘
= > >
« o
zl 4
e
LT AT e R s e ) 2 e e e %
V-5-6A0-d0sad V-6-6A0-d0Iad V-6-640-d0sed
"o “o "o
e 2 o %
=
g 5
Ly | e
3 : < 4 < 3 <
7 ® 3 © g o0
4 [ T g |
& Y
g 3 g
= 2 |
o 2 e
ciick O e
TR S % AT A e AL A A A

V-5-6£0-dDsed

V-5-6h0-dDsod

V-5-6A0-d0sod





image1.jpeg
untreated

yH.ZAAx'

treat with UV





image2.jpeg
e > e
. =1
~
= i 3 <
5 w2 Y
£ T £ ; &
© x
. & .
B @ e
TR R R e TR e e
¥-5-640-d0s3d V-§-6k0-d0sed
>
= ] e
z £ 2 o
= = < &
S
S P
- = -
° @ e
Vv-5-640-d01ed ¥-5-640-d01ad
=5
=
> F S
- ]
< T
£ 2
§| 4
O “
v-5-gA0-dosed veehordd
el M <
3 -5 3 s
= =2 £ =E
S  Z T
< 5
v-§-6A0-dDIed v-6-6A0-d0sed




