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26141719 Phosphatidylinositol-specific phospholipase C   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1863|] 32.38 1 30 30 122 625.43 22.59 18 31 143.08 33.17 73.62 316.35 232.41 237.87 503.00 114.45 102.30 140.32 224.35 3.74 3.82 1.19 10.66 9.71 7.08 16.15 3.34 3.42 4.22 7.08 3 5 1 10 10 5 12 3 3 4 6 4 10 1 16 13 6

26141725 Pesticidal crystal protein cry8Ca (Insecticidal delta-endotoxin CryVIIIC(a)) (Crystaline entomocidal protoxin) (130 kDa crystal protein)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1866|]43.80 1 26 27 179 315.36 15.89 7 13 239.51 206.30 59.93 295.33 63.06 340.64 262.57 755.75 1494.99 441.65 16.54 22.48 1.81 12.53 5.17 14.86 0.00 14.60 23.90 31.65 21.96 8 15 1 6 3 6 6 12 18 11 13 26 2 10 4 10

26141099 cancer cell-killing Cry protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1189|] 34.21 1 22 23 103 248.93 13.95 8 12 86.68 30.23 236.88 62.40 266.02 298.95 669.64 356.88 249.67 3.81 5.84 0.00 5.48 3.58 9.06 0.00 12.28 24.55 12.16 9.18 3 6 4 2 6 7 15 8 6 4 8 8 3 10

26141097 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1188|] 27.56 1 9 9 48 178.14 12.38 4 7 149.92 66.82 138.85 111.18 111.31 92.76 38.85 41.01 332.23 9.24 2.97 5.28 5.12 5.28 7.92 0.00 0.00 1.32 1.65 23.10 4 2 3 3 3 3 1 1 8 7 4 5 4 4 3

26138644 Chaperone protein DnaK   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5681|] 20.79 1 8 8 15 58.46 522.71 0.00 0.00 1.96 20.79 1 8

26137169 Aldehyde dehydrogenase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4943|] 19.23 1 8 8 16 90.97 19.23 8 16

26137067 Spore cortex-lytic enzyme, N-acetylglucosaminidase SleL   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4892|] 19.77 1 7 7 11 235.94 19.77 7 11

26138942 Cell division trigger factor   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0078|] 8.47 1 3 3 6 35.78 8.47 3 6

26137105 Oligopeptide ABC transporter, periplasmic oligopeptide-binding protein OppA (TC 3.A.1.5.1)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4911|] 2.28 1 2 2 2 0.00 2.28 2 2

26140541 ATP synthase alpha chain   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0878|] 3.39 1 2 2 4 0.00 3.39 2 4

26140537 ATP synthase beta chain   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0876|] 5.33 1 2 2 4 96.46 5.33 2 4

26141301 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1416|] 7.94 1 2 2 4 135.12 7.94 2 4

26137435 Copper-translocating P-type ATPase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5076|] 0.99 1 1 1 10 44.99 0.99 1 2 75.95 46.20 70.78 55.50 0.99 0.99 0.00 0.00 0.99 0.00 0.99 1 1 1 1 2 2

26130266 Translation elongation factor G   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3269|] 1.88 1 1 1 1 51.54 1.88 1

26130904 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_1333|] 1.35 1 1 1 7 52.41 1.35 1 2 0.00 39.49 41.87 1.35 0.00 0.00 1.35 0.00 0.00 1.35 0.00 0.00 1 1 1 2 2

26137611 GTP-sensing transcriptional pleiotropic repressor codY   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5164|] 3.09 1 1 1 14 0.00 0.00 3.09 0.00 0.00 0.00 1 14

26130296 LSU ribosomal protein L5p (L11e)   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3284|] 4.47 1 1 1 1 0.00 31.79 0.00 0.00 4.47 1

26135447 hypothetical protein   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4078|] 4.76 1 1 2 3 0.00 4.76 2 3

26130562 Exs Alanine racemase   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0456|] 21.59 1 7 7 11 278.74 21.59 7 11

26130616 Exs Heat shock protein 60 family chaperone GroEL   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_0980|] 9.56 1 4 4 7 173.11 9.56 4 7

26130268 Exs Translation elongation factor Tu   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3270|] 7.34 1 2 2 2 57.47 7.34 2 2

26135461 Exs Dihydrolipoamide acetyltransferase component (E2) of acetoin dehydrogenase complex   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_4085|] 4.50 1 2 2 2 0.00 4.50 0.00 2 2

26134587 Exs Exosporium protein D   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_3583|] 9.68 1 1 1 2 0.00 0.00 9.68 0.00 0.00 0.00 0.00 1 2

26132369 Exs Exosporium protein F   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_2335|] 5.99 1 1 1 1 34.63 5.99 1 1

26138646  Exs Chaperone protein DnaJ   [Bacillus thuringiensis serovar andalousiensis BGSC 4AW1] - [locus|VBIBacThu67491_5682|] 3.23 1 1 1 1 33.90 3.23 1 1



# PSM H2 # PSM I2 # PSM J2 # PSM K2 # PSM L2 # AAs MW [kDa] calc. pI

19 4 4 6 8 1257 142.9 5.85

9 26 48 18 774 87.8 5.97

10 25 13 10 839 95.5 5.54

1 1 12 606 68.5 5.20

1 14 611 65.7 4.74

494 53.7 5.45

430 48.1 9.20

425 47.2 4.58

570 63.9 8.31

502 54.6 5.44

469 51.2 5.05

277 29.2 4.45

2 2 805 86.7 5.74

1 692 76.3 4.98

1 445 51.3 9.07

259 28.8 5.12

1 179 20.2 9.70

126 14.8 9.17

544 57.4 4.84

389 43.6 5.73

400 43.5 6.02

395 42.9 5.01

371 40.3 8.32

155 17.6 5.77

167 17.4 4.49


