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Number of Amino acids involved

Percentage of amino acids involved

Ldv Lbrzl Linf Lch Lma Lme| Ldv Lbrzl Linf Lch Lma Lme

Residues In most favoured regions | 164 223 220 220 220 220| 651 881 87.0 8§73 873 873

[ABL]

Residues o addifional allowed | 75 25 28 30 30 30298 5 IL1 115 119 119
regions [2,b.1p]

Residues o generously allowed |11 3 2 1 1 T[42 1z 08 04 04 04
regions [~a,~b.~1.p]

Residues o disallowed regions |2 2 3 T 1 1|08 08 12 04 04 04

Number of non-glycine and non- | 252 253 253 252 252 252 100% for all strains
proline residues
Number of end-residues (excl Gly | 2 2 2 2 2 2
and Pro)
Number of glycine residues (shown | 35 38 38 35 35 35

as wiangles)

Number of profine residues

s 14 14 s 18 18

Total number of residues

307 307 307 307 307 307





Table 1:  Referring to Ramachandran Plots of cathepsin B protein of six different strains of Leishmania.
