	Leishmania strains
	Disulfide bond


	Length
	Sequence
	Domains

	L.donovani
	10-188

111-218

123-166

126-162

158-208

159-326

196-222


	178

107

43

36

50

167

  26
	AKSALCLVAVF – ITTEVCQPYPF

EHWPMCVTISE –YDTPKCNTTCE

RDQSNCGSCWA –ICGFGCYGGIP

SNCGSCWAIAA – SCCFICGFGCY

SNLLSCCFICG – DKYPPCPNTIY

NLLSCCFICGF – RGSNECGIESG

YPFGPCSHHGN KCNTTCEKSEM


	1:       1-206

2:    207-340

	L.braziliensis
	3-111

123-166

126-326

140-218

158-222

159-188

196-208
	108

43

200

78

64

29

12
	XXXMRCYTKF-DKWPKCRTISE

RDQSNCGSCWA-VCGMGCQGGIP

SNCGSCWAIAA – RGTDECGIEST

MSDRYCTVAGI – YDTPTCNSTCA

GHLLSCCFVCG - TCNSTCADSHT

HLLSCCFVCGM - LTSEVCQPYPF

YPFPPCGHHTD - GKYPACPSTIY


	1:       1-206

2:   207-340

	L .infantum
	10-188

111-218

123-166

126-162

158-208

159-326

196-222
	178

107

43

36

50

167

26
	AKSALCLVAVF – ITTEVCQPYPF

EHWPMCVTISE - YDTPKCNTTCE

RDQSNCGSCWA – ICGFGCYGGIP

SNCGSCWAIAA – SCCFICGFGCY

SNLLSCCFICG – DKYPPCPNTIY

NLLSCCFICGF – RGSNECGIESG

YPFGPCSHHGN - KCNTTCEKSEM


	1:       1-206

2:   207-340

	L. chagasi
	10-188

111-326

123-166

126-162

158-208

159-208

196-222
	178

215

43

36

50

49

26
	AKSALCLVAVF – ITTEVCQPYPF

EHWPMCVTISE – RGSNECGIESG

RDQSNCGSCWA – ICGFGCYGGIP

SNCGSCWAIAA – SCCFICGFGCY

SNLLSCCFICG – DKYPPCPNTIY

NLLSCCFICGF – YDTPKCNTTCE

YPFGPCSHHGN - KCNTTCEKSEM


	1:       1-206

2:   207-340

	L.major
	10-159

111-326

123-188

126-140

158-166

196-208

218-222
	149

215

65

14

8

12

4
	AKSALCLVAVF – NLLSCCFICGL

EHWPMCLTISE – RGNNECKIESG

RDQSNCGSCWA – IATEDCQPYPF

SNCGSCWAIAA – ISDRYCTFGGV

SNLLSCCFICG – ICGLGCHGGIP

YPFDPCSHHGN - EKYPPCPSTIY

YDTPKCNTTCE - KCNTTCERSEM


	1:       1-206

2:   207-340

	L.mexicana
	10-162

111-218

123-166

126-326

158-208

159-188

196-222
	152

107

43

200

50

29

26
	TKSALCLVAVF – SCCFICGFGCY

EKWPMCVTIGE – YNTPKCNTTCD

RDQSNCGSCWA – ICGFGCYGGIP

SNCGSCWAIAA – RGNDECGIESS

TNLLSCCFICG - SKYPPCPNTIY

NLLSCCFICGF – VTTELCQPYPF

YPFGPCSHHGN - KCNTTCDNVEM


	1:       1-206

2:   207-340


Table 5: Prediction of disulphide bond of catB protein of six Leishmania strains.
