	Model Features

Strain Names
	Number and percentage of alpha helices
	Number and percentage of 310 helices
	Number of chains
	Profile 3-D Scores

	L. donovani
	7 / 19.2%

3(min)-18(max)

Residues take part in formation of helices
	2 /1.6%

3 residues
	1
	150.65

	L. braziliensis
	7/ 21.2 %

3(min)-17(max)

Residues take part in formation of helices
	4 / 3.9 %

3,5 residues
	1
	146.29

	L. infantum
	7/ 21.2 %

3(min)-17(max)

Residues take part in formation of helices
	4 / 3.9 %

3,5 residues
	1
	153.31

	L. chagasi
	8 /22.8 %

3 (min)-17(max)

Residues take part in formation of helices
	5/5.2 %

3,5 residues
	1
	154.79

	L.major
	8 /22.8 %

3 (min)-17(max)

Residues take part in formation of helices
	5/5.2 %

3,5 residues
	1
	154.79

	L. mexicana
	8 /22.8 %

3 (min)-17(max)

Residues take part in formation of helices
	5/5.2 %

3,5 residues
	1
	154.79


Table 2: Promotif search result summary and Profiles- 3D scores of modeled structure of Cathepsin B proteins of different Leishmania strains.

