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*Material is present in the separate excel file.

Supplementary Figure S1. Evaluation of buffers and lysis conditions for analysis of
proteomes from small amount of cell material.

Supplementary Figure S2. Number of unique protein identifications from different amount
of HEK293 cells lysed with urea denaturing buffer.

Supplementary Figure S3. Comparison of number of unique proteins identified in three cell
lines.

Supplementary Figure S4. Proteins in PBMCs, those are specific for certain blood cell
types.

Supplementary Table S1. List of proteins identified from HEK293 cells. Excel file.
Supplementary Table S2. List of proteins identified from U937 cells. Excel file.
Supplementary Table S3. List of proteins identified from PBMCs. Excel file.
Supplementary Table S4. List of proteins identified in PBMCs (summary of all
experimental approaches) in our work, that does not overlap with data published previously
(in Haudek et al., 2008 and Maccarrone et al., 2013), and Gene Ontology analysis of these
proteins.Excel file.

Supplementary Table S5. Comparison of functional annotation results for the three different
cell lines: HEK293, U937 and PBMCs. Enrichment of KEGG_PATHWAY categories.
Supplementary Table S6. Comparison of functional annotation results for 3 different cell
lines: HEK293, U937 and PBMC:s. Enrichment of
GENETIC_ASSOCIATION DB DISEASE categories.

Supplementary Table S7. Results from iTRAQ quantitative protein identification from tree
cell lines: HK293, U937 and PBMC. Table is an original result generated in Proteome
Discoverer analysis. Channels of iTRAQ label: 114 — HEK293, 115 — U937, 116 and 117 —
PBMCs. A and B — cells were lysed in denaturing buffer; C and D — cells were lysed in
‘native’ buffer. Excel file.

Supplementary Table S8. Lists of proteins with significantly higher level in each cell line.
Sheet “summary” contains calculation of fold differences in the level of all proteins identified
in the iITRAQ experiment in tree cell lines. Other sheets in the filecontain lists of protein with

significantly higher protein content in each pair of cell lines. A and B — 30 000 cells were

Page

n/n



lysed in denaturing buffer and analysed with 2D-LC-MSMS; C and D — cells were lysed in
‘native’ buffer; SD — standard deviation, n — number of replicas. Fold difference in protein
level is calculated as logy[iTRAQ ratio]. The protein level was assigned as significantly
higher, when absolute value of fold difference in protein level, taking in account standard
deviation, was more than 1: (ABS (log;[iTRAQ ratio])-SD) >1.Excel file.

Supplementary Table S9. List of proteins with significantly higher level in each cell line in
comparison with the other in a pairwise comparison.

Supplementary Table S10. Comparison of functional annotation results for quantitative
analysis of the three different cell lines: HEK293, U937 and PBMCs. Enrichment of
KEGG_PATHWAY categories.

Supplementary Table S11. Comparison of functional annotation results for quantitative
analysis of 3 different cell lines: HEK293, U937 and PBMCs. Enrichment of
GENETIC_ASSOCIATION DB _DISEASE categories.
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u HEPES + NP-40 buffer

= Urea buffer

Number of protein IDs

280
42
100

148
81

Lysis condition

(i) HEPES + NP-40
(i1)) HEPES without NP-40 + sonication

(ii1) urea

(v) urea + thiourea + sonication

(iv) urea + sonication
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8.7*106 cells. Buffers (i) (50 mM HEPES, 150 mM NaCl, 5 mM EDTA, 0.5% NP-40, pH 8.0) and
‘native’ (i) and denaturing (iii), for the efficiency of protein extraction from different cell

small amount of cell material. (A) Number of proteins identified under different lyses conditions from
1,000 of HEK293cells. In each case an aliquot corresponding to 1,000 cells was taken from a lysate of

Supplementary Figure S1. Evaluation of buffers and lysis conditions for analysis of proteomes from
(ii1) (9 M urea, 20 mM HEPES, pH 8.0) were chosen for further evaluation. The details of the lysis
conditions are described in section 2.4 of Materials and Methods. (B) Comparison of two buffers,
compartments. GOTERM_CC_FAT categories enriched in the Gene Ontology analysis with DAVID

Bioinformatics Resources 6.7 are compared; thresholds: Count =2, EASE = 0.01.



Amount of lysed cells Number of unique protein
identifications

13

191

283

Total number of unique protein identifications | 301

Supplementary Figure S2. Number of unique protein identifications from different amount of
HEK293 cells lysed with urea denaturing buffer. Details of buffer composition are as described in the

section 2.7 of Material and Methods: Denaturing lysis and solution tryptic digestion.



Supplementary Figure S3.Comparison of three cell types: HEK293 (green); U937 (orange); and
human primary PBMCs (red). Number of unique proteins identified in the cell lines. For each cell line,
the total number of unique proteinsidentifiedis the combination of the data that was generated from
both the 5,000 and 10,000 cells lysed with ‘native’ and denaturing buffers and analyzed with 1D- and

2D-LC-MSMS.



List 1

List 2

B

UniProt | UniProt ID Gene_symbol | Description Cell type'

AC

000602 | FCN1_HUMAN | FCN1 Ficolin-1 Monocytes

Q14005 | IL16_HUMAN IL16 Pro-interleukin-16 T cells

Q14766 | LTBP1_HUMAN | LTBP1 Latent-transforming growth factor | T cells
beta-binding protein 1

P08514 | ITA2B_HUMAN | ITGA2B Integrin alpha-IIb platelets

P07359 | GP1BA_HUMAN | GP1BA Platelet glycoprotein Ib alpha chain | platelets

P40197 | GPV_HUMAN GP5 Platelet glycoprotein V platelets

P12931 | SRC_HUMAN SRC Proto-oncogene tyrosine-protein platelets
kinase Src

P59665 | DEF1_HUMAN | DEFAIB Neutrophil defensin 1 neutrophils

P69905 | HBA_HUMAN HBALI Hemoglobin subunit alpha neutrophils

P68871 | HBB_HUMAN HBB Hemoglobin subunit beta neutrophils

Supplementary Figure S4. Proteins in PBMCs, those are specific for certain blood cell types. (A)
Comparison of total PBMCs proteome identified in our study (List 1) with list of specific blood cell
proteins from Haudek et al., 2009 (List 2). (B) Table of proteins in PBMCs from our study that are
specific for the cell types. 'Specificity of protein to the cell type is defined according Haudek et al.,

2009.



Supplementary Table S5. Comparison of functional annotation results for the three different cell
lines: HEK293, U937 and PBMCs. Enrichment of KEGG PATHWAY -categories performed in
DAVID Bioinformatics Resources 6.7; thresholds: Count=2, EASE=0.01. Pathways unique for the cell

line are highlighted; color codes as on Figure 5.

Bacterial

KEGG pathway map Term HEK293 CU(;I;I;t PBMCs
gy ndeverient 1.0 |hsa00071:Fatty acid metabolism 22 13 9
1.1 |hsa00010:Glycolysis / Gluconeogenesis 32 25 20
1.1 |hsa00020:Citrate cycle (TCA cycle) 26 21
1.1 |hsa00030:Pentose phosphate pathway 15 13 10
1.1 |hsa00052:Galactose metabolism 15 12
1 Carbohydrate hsa00520:Amino sugar and nucleotide sugar
1.1 . 24
metabolism
1.1 |hsa00620:Pyruvate metabolism 25 15 11
1.1 |hsa00630:Glyoxylate and dicarboxylate metabolism 10
L 1.1 |hsa00640:Propanoate metabolism 18 12
Metabolism 1.2 Energy metabolism | 1.2 |hsa00190:Oxidative phosphorylation 84 37 17
1.3 Lipid metaboism 1.3 |hsa00062:Fatty acid elongation in mitochondria 7
)4 Nucleotide 1.4 |hsa00230:Purine metabolism 54
metabolism 1.4 |hsa00240:Pyrimidine metabolism 42
1.5 |hsa00280:Valine, leucine and isoleucine degradation 30 16
1.5 Amino acid 1.5 |hsa00290:Valine, leucine and isoleucine biosynthesis 9
metabolism 1.5 |hsa00310:Lysine degradation 19
1.5 |hsa00330:Arginine and proline metabolism 23
L6 Metapalismofother | 1.6 |hsa00480:Glutathione metabolism 21 17 11
L8 Metbolism 0! me | 1.8 [hsa00670:One carbon pool by folate 8
2.1 Transcription 2.1 |hsa03040:Spliceosome 89 61
> Transiation 2.2 hsa00970:Aminoacyl-tRNA biosynthesis 32 20
2.2 hsa03010:Ribosome 79 76 30
2.3 |hsa03018:RNA degradation 31
poenetie 53 Folding, sorting and 2.3 |hsa03050:Proteasome 34 35 11
processing [(csradation 2.3 |hsa03060:Protein export 8 6
2.3 |hsa04130:SNARE interactions in vesicular transport 17
2.4 hsa03030:DNA replication 29 16
gy o and 2.4 |hsa03420:Nucleotide excision repair 22
2.4 |hsa03430:Mismatch repair 16
(-4 Transport and 4.1 |hsa04142:Lysosome 32
4.2Cell motility 4.2
. Cellutar :.3 Cell growth and 4.3 |hsa04110:Cell cycle 43
rocesses |- c*" 4.3 |hsa04114:00cyte meiosis 41
4.4
4.4 Cell communication | 4.4
47
fmi:ml S tmmunesystem | 5. 26
5.1
6.4 |hsa05010:Alzheimer's disease 82 41 20
0.4 Newrodegenerative | 6 4 hsa05012:Parkinson's disease 81 39 21
(6. Human hsa05016:Huntington's disease 99 47 23
6‘..6 Cardiovascular
53 Infectious diseases: hsa05130:Pathogenic Escherichia coli infection 27 21 21




Supplementary Table 6.Comparison of functional annotation results for 3 different cell lines:
HEK?293, U937 and PBMCs. Enrichment of GENETIC ASSOCIATION DB DISEASE categories
performed in DAVID Bioinformatics Resources 6.7; thresholds: Count=2, EASE=0.05. Categories

unique for the cell line are highlighted; color codes as on Figure 5.

Term Counts
¢ HEK293 | U937 | PBMCs

atherosclerosis, coronary; tuberculosis

catalase activi

Hypothyroidism




spondyloarthropathies

Vitiligo
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Supplementary Table S9. List of proteins with significantly higher level in each cell line in

comparison with the other in a pairwise comparison.Summary of denaturing and ‘native’ buffer lysis

conditions.
114/115 115/114 114/(116+117) 115/(116+117) (116+117)/114 (116+117)/115
HEK293/U937 U937/HEK293 HEK293/PBMCs U937/PBMCs PBMCs/HEK293 PBMCs/U937
Q01469 Q7Z2W43 P68366 QIBVP2-2 P02533 P01040
P18887 P33241 P49588 P27144 P35908 P13647
P17980 QYUIUG-1 PO6744-1 QIUQ35-1 P13645 P13645
P25705 P10253 P23141-1 P09622 P35527 P29508-2
P13010 Q96G03 P00441 P13797 P01040 P01857
Q99714-1 QINQC3-2 P54136-2 P02545-3 Q86YZ3 P12544-2
Q92499 P21333-2 P21333-2 P0091S P13647 P02775
Q8IX12-2 P78527-2 Q96G03 P14314-2 Q15517 QYH4B7
Q146842 0953195 0953195 P16403 P62328 P07996
0005712 P49588 P04406 Q010823 Q154042 P02671-2
P61604 P26038 P04179-1 P62316 Q06323 P05109
P63220 Q13423 Q13510-1 P33241 P02679-2 QVY373-2
QoUI2-1 P04439 P61224 P04406 P30740 P05106-1
P49411 000299 P07305-2 Q9Y265-2 P01857 P68871
Q14137 P04083 QSWUM4 P31942-2 Q141412 P02768-1
P38646 P08133 P52597 P11387 P04083 P15121
P60900 P14317 Q92900-2 Q13813-3 P52566
QYHSHO P04792 P26038 P78371-2 P31146
075347 P21291 P31943 Q15050 P07996
P46778 075368 P62266 QYY3T9 Q14019
P62158 P68366 P07339 Q05048 Q9Y323-2
QVY224 P05107 Q02543 P52597 P05109
P39023 P23141-1 P60174-1 P43034-1 P08575-2
000148 QUBV40 P16070-15 P00390-5 P02671-2
0759472 P31146 QYNSD9 QIUMX5 P02768-1
QOP2R7-2 QOUBR2 P62191 POS311 P12544-2
QIY2WI1 P61626 P60763 P62805 Q86UX7-2
Q13561-1 P52566 P78371-2 Q15233 P61626
P22392-1 P16401 P09622 0759472 P13796
Q15233 P31930 P07686 Q02543 P08514-3
Q07020 P49736 P53634-1 P52202 P68366
P06576 P02671-2 QIUMX5 Q146842 P19971
Q150292 P33993-1 Q151497 P54136-2 Q14005-3
P25789-1 QOUL46 P00390-5 P61626 P11215
Q9Y265-2 P47756-2 P61160 043660-2 P06396-2
P09622 P60709 P29401 Q15293 QYH299
P38919 P50995 P09661 P49821-2 P06702
QOUHX1-4 P28838-2 QoUD7-1 P50990 P50453
Q92945 P18669 000115 P35232 P41218
P50990 P38919 P13798 P46776 060234
P40227 P41250 P27144 P00505 P02775
P15311 P61981 P42704 QSN6T3-1 P20292
Q15393-1 P30086 Q141574 P62910 P08246
Q15424 P23528 P04040 P25789-1 P05106-1
P35613-2 QY6QK1 P62917 QOY3F4
P52202 Q53EL6 Q7L014 P25786-1
Q7RTVO P49748-2 Q16891-3 P07305-2
0436602 Q13451 Q9Y265-2 P09661
P08559-3 Q165632 P35659-1 P10606
Q99832-3 P17858-1 P06753-3 P82979
QoUIZ1 P27695 P27797 P60174-1
P49321-1 P07910-2 0759472 POCOS5
005048 P61160 P47914 075400-2
Q13347 P00558 P43034-1 Q8IZP2
P22626-1 Q154042 P39687 P62424
P28072 P04406 P62910 Q151497
P62258-1 Q96C19 P35579-1 P07910-2
P19338 P06744-1 Q9UQ35-1 P67936-1
Q15050 P36871-1 P36181-2 P35659-1
Q01130 Q168512 095777 P28072
QOY3F4 AOFGR8-2 P04066 QY6BR5
P17987 P07384 Q9BQ39 P30405
Q9Y3T9 P08514-3 P36542-2 P46777
P27635 P13645 Q13257 P61254




P12270 P31153 QYY519 Q7L014
P11310-1 P50395-1 P07910-2 P31943
P07910-2 P61158 P12268 Q02878
P10606 Q13510-1 QYHI9B4 P62191
Q99848 060568 Q146842 QOHSHO
P25786-1 Q141412 Q166293 075390
Q13435 P27797 Q128495 P28070
P22307-2 P11279 P50990 P14866-1
P09661 Q7ZAW1 Q05048 P11021
P52272-2 P13489 Q15050 P06576
Q96C01 QU6KP4-2 095433 QUUIZ1
P62910 Q15126 Q9Y3T9 PI8124
P32969 P50897-2 P62277 P36578
P78371-2 P09525 P09874 P62266
Q15019-1 P07339 P52292 Q03252
Q8N4H5 P00491 P05388 P12270
P35637-2 QI14847-1 P26639 P10515
P61254 P15586 QYBUQS P35637-2
Q16531 Q13576-1 P62937 Q15393-1
Q008392 P02538 075718 P06744-1
QYUMS4 P26447 P62861 P12268
Q08945 Q8NBJ7-5 075306 P07339
P143142 P52209 QONWSO-1 Q15424
P10809 Q06323 Q15393-1 P26373
P38117-1 P07237 P11021 P522722
P16403 Q14019 P28070 Q8WUM4
Q92841-1 060664-3 P51659 Q16531
Q14974 P35908 QIUKM9-2 P18887
QIH3K6-2 P04040 QYUBQO-1 Q929002
P45880-2 P09382 P55072 Q12931
P04179-1 P28062-2 P40429 QYNSD9
QYHI9B4 Q86UX7-2 Q150292 P04792
P48643 Q7L591-1 P20962 Q13257
P00505 P11413-1 Q99848 QYH307-1
P619783 QY6B97-1 P25789-1 P17980
P10515 P08575-2 QYY3A5 0754945
P84103 P13796 0753672 P61247
0149793 P24158 Q6UXN9 P38646
P14866-1 P30740 0436602 P40429
P40926 QYULZ33 075390 Q99714-1
P11177-2 P30405 QYUKM9-2
P26373 QSWWMT-6 QIY2W1
0436842 Q03252 Q8N4H5
QY6BR5 P23396 P62979
Q14978-1 P54577 QG6UXN9
Q13185 P11387 Q150292
QYUQ35-1 QINQZ2 P20618
0754002 P68431 Q13435
P23246-1 P143142 Q8IX12-2
P35232 QYHSHO Q008392
P06748-3 P20618 QONWSO-1
P62424 P18887 P42704
P49207 P60709 095433
P22102-2 P55884-1 Q92945
000115 P19105 075718
P49821-2 015511-1 P36542-2
P62917 Q129065 P62258-1
Q8N6T3-1 QIYALI Q141574
P14678-2 Q15424 Q928792
Q166293 QYNR30-2 0149793
Q128495 P14618-1 P49321-1
QINQZ2 Q99497 Q090283
P62805 P17980 P29401
P11387 P31930 Q9BUQS
Q138133 P62316 P43686-2
Q02878 P46T7T QoUI2-1
0947882 Q96CT7 P51659
Q12931 P15586 P23246-1
P62316 Q010823 QI13561-1
POCOS5 P25788-2 P17987
Q010823 QIY266 P40926
P09651-2 P40227 P34897-3
P13797 P23246-1 P61224

11



P14854
L P07237
oy P54819-5 o100
G s P22102-2
P46776 TrT rous
v Q469 P04066
P02545-3 bos0s i
i P2ST8G P48444
Q13642-1 b0k Fsi
P31942-2 e oyt
31942 P48444 v
IR P38646 5s
P32119-1 b2is rio”
P07355-1 P5072 roo
P36578 OoVAE gl
s PR Q14137
P08670 GORVT riao
ot D P16070-15
P06899 oisE 2 oun
I 0947882 POsTSeS
Pt 094755 P06753-3
ol PG2979 P61978-3
Q127692 P37 o
P61081 Goo0n: P
i e P22626-1
P62750 9071 rii
s iR P49411
P61956-2 o G
i QIEVE QUD7-1
possos P49321-1 TR
D3 1948 P43686-2 32973
QYUKV3-3 R cr
P37802 OovPe Crsa
s osX122 075306
o P11279 oo
P30049 BRR0ST ros
060832-1 OOz riv
014818-1 oS it
QYY277-1 Dot Qi
o Q9291 Q149781
P62826 e rorio
POOEG. P22626-1 beo660
s Przeas P60660-1
o OTEIE P84103
0754945 Q06145 o
P25398 592490 o
e oo0iee P27797
o o259 P62081
Qo83 P60660-1 P19
0755342 p35012 G
07353+ P35232 TS
R P14866-1 500335
o PLiSee P00338-1
G oDy P56181-2
P46060 bS] Olini
46060 P34897-3 Ss150.
oo A P38159-1
Q141034 0056 P
o Qless] P13798
P21796 B0 rii:
i Qo268 P19105
P99999 bi7087 i
P PL4406 P55072
o P87 0436842
Qozro0 P522722 BTT3%0.
v ps3272 P11310-1
0151602 05065 ro
ot Pl P54819-5
076021 e for
G Pos. P07686
P31040 p15973 ri:
075683 Go08s: s
o i P09651-2
QYUHX1-4 Poss505
P08559-3

12



QYGAY3
T P07355-1 QI5019-1
QB3 P63244 P13010
Pezssd QY6BR5 Q08945
R QONWB6-1 P146782
PSS _ Q07020 P63244
EHED 075608-2 P60763
OlsBs P18124 P35613-2
QUG830_ Q015182 Q96C01
POSI071 Q02878 QONWB6-1
PaeT79.1 P62258-1 P16401
PoiIsL L Q8N6T3-1 P31040
ores P25705 QYBQ39
QONY] P68104 QI4697-1
61353 P33316-2 P39023
POe P37837 Q06830
Q052 P60900 QI3185
UETE P30041 Q16836-1
Qov209 P319422 P48643
P06T301 P02545-3 P45973
P78347 P15311 P62937
Pos7 PO7741 Q12906-5
QU5QAL Q8NBSY P22392-1
PSS P67936-1 QOY4LI
GORS, Q8N4H5 P63220
Q1336 P40926 095319-5
Poal0s P16403 Q92688-2
ATEIL P06899 075347
pa0e QYBT09-1 P42765
QU145 | P62851 Q96G03
Pi94193 P32119-1 P22695
P02 P11142-1 Q8NBS9Y
0172 P26373 P09874
096000 P08670 P68431
P65 Q12904-1 075608-2
oIS QI3813-3 QY6PKG6-1
orz P35613-2 P38117-1
oroM P62805 QYNR30-2
QoPoJo P10809 QOUMS4
LI P08238 P60709
QLIL Q9UQS0 0005712
PS0213-1 P05198 Q86VPG6-2
P P00918 P62280
) QY6PK6-1 P54577
OSTODLT P39023 QINVIT3
ol P17844 P37837
QONXe P08559-3 P14868
PIo3ss P477562 P38919
P P62701 QOUKY7-2
QDRI P62913-2 P25787
QIVIG P14868 P21333-2
LEHE] Q99961 P30036
oz P62158 P19338
QUGAEA: 014979-3 P06132
I POCOS5 P06748-3
o P09651-2 P62277
Q8IWS02 P30101 P35579-1
Q2B Q14566 P63104
IR P06733-1 P61604
QLS P10515 P23396
LIE P13010 P11142-1
QL3%: P07197 P15586
PESss1 Q01130 P04040
EAI P23284 P05 141
QLeze7 Q7RTVO QYH3K6-2
014 075400-2 P14625
Qlecst Q16836-1 P62701
E] P06748-3 P62913-2
oo P49736 P23284
QUGEYL P61978-3 P11940-2
Peon P61604 P04075
QoUKs P63220 P53634-1
e P11310-1 P30101
QI3642-1 Q12904-1

13



Q13685 P07196 Q14566
QI5185 P07900-1 P07900-1
Q01085-1 P22392-1 0753672
P55769 P13639 Q99497
Q13547 P25787 015511-1
Q07955-1 QOP2R7-2 Q99961
Q13283 P46776 PI1177-2
Q12874 Q12931 P07741
QSWUA2 075347 Q998323
Q16527 Q13435 QYUQS0
Q15370 P15880 P14618-1
P11908-1 Q13347 075937
000264 Q14978-1 P68366
P51991-2 P14625 P47756-2
Q8N7H5-2 075937 P07237
P62318 P63104 P08238
095478 P19338 P33316-2
P22314 P13861 P32969
Q15758-1 Q08945 P45880-2
Q09161 P22102-2 P05198
P63241-1 P84103 P23141-1
P56385 P13667 P26038
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075533 QSNHPI-1
QU6ST3 060762
Q7L2H7 P23919
P33176 Q13765
Q150562 P78344-2
P53041 075821
P783442 QIY2X3
QYP2J5 QYY295
Q86UP2-2 QI13951-1
QYY5B9 0147872
Q13765 P33176
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P56270-2 QONVHI-3
0604932 QYBUP3-2
075844 0434644
075607 P05496
043776 Q15102
Q12874 P51572-1
Q02880-2 QIY6Y8-2
QYY295 076094
Q8TCTY-5 Q7L2HT
Q6KC79-2 QIUHY7-1
043765 Q13123
0147442 P51570
Q14204 Q925422
P05496 Q16555
Q149804 QY6RPY-1
000418 P62314
QYH9A6 P39748
P35080-2 Q7L5922
QONVHI-3 0432922
QINZO1-1 QINVU7-2
P62318 QYH9A6
P12235 Q92734
QONVU7-2 QIYG6A4
P69849 QYY5B9
Q09472 P26196
P16435 P50402
QYNTI3-2 P26368-2
QYUBB4-2 P55769
Q928783 Q6PKG0-3
0960082 QINZO1-1
P49915 QOBY44-1
QYUNFI-2 075607
QU6RPY-1 075436
P48507 QYHO074-2
P43246 QSTEMI-1
Q926672 P46783
QIY617-2 AGNHR9-1
QI6EY4 Q13526
P42766 P62195
P28370-2 P16435
P54709 P18085
Q02809 Q8IY37
Q6NUQ4-2 075027-1
Q7LOY3 QYUNFI-2
0434644 043776
Q15738 015397-1
P314832 QU6EY4
015397-1 0147442
QSWUA2 Q14165
QI6KR1 043592
P04818 Q149804
Q15459 Q13243-1
P18583-6 QY69V3-2
P42285 P14324
P10599 P54709
P50897-2 Q15459
Q062653 QUYGE2
Q15021 000505
Q00341 Q08752
Q7ZAK83 QY6RE7
QONVPI 060841
P55060-3 QYP035
QONU22 Q9Y3D8-2
QIUNX4 Q13724
043324 Q99519
Q8N9834 QYH3U1-2
Q146764 QU6N6T-4
000422 P51809-3
QYP035 P147352
Q14690 Q99536
Q8WU90 P62857
0146472 Q92896-1
Q16576-1 QYBV44
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P23921

QIY5X3

Q86UK7-2

P26640

Q9HIY6-2

P10599

Q9BQGO-1

Q3ZAQ7-1

Q8WTV0-3

QOFI81-3

QYY240

P20839-2

Q15056-2

QOY5MS

Q02880-2

QYY333

043765

QYNR282

Q9BQGO-1

QY6KR1

P69849

Q92878-3

P31483-2

Q7Z4K8-3

QI9BTE6-1

Q02809

Q7L576-3

P55060-3

P42285

QYBRP43

Q8NBJ7-5

Q5TBBI

Q06330-3

QOHIY6-2

Q8WU90

QIUNX4

P42766

Q9BXJ9-4

014647-2

Q6KC79-2

060493-2

QYP2J5

Q99848

Q00341

QYHBO07

Q15382

043847-1

QONVPI

Q6NUQ4-2

P43246

Q86UK7-2

QINTI3-2

Q8N9834

P28370-2

P48595

Q9BVG4

000154-2

QYHCO07

Q14690

Q168221

Q12849-5

000418

043324

000422

QY2544

Q062653

QSNBLI

Q15738

Q146764

Q01650

QYUBB4-2

P18583-6

015427

Q15021

QONU22

QGP2E9-1

P23921

P30533
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P49915

QUBX3-1

Q9UM22-2

P48507

QS8TCTY-5

Q9Y617-2

P02792

Q16576-1

P04818

QS8WTV0-3

P78329

P50897-2
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Supplementary Table S10. Comparison of functional annotation results for the proteins that are of
higher levels in the cell lines in quantitative pairwise analysis of HEK293, U937 and PBMCs.
Enrichment of KEGG PATHWAY categories performed in DAVID Bioinformatics Resources 6.7;
thresholds: Count=2, EASE=0.01 (‘'EASE<0.02, "EASE<0.1).

Count
114/ | 115/ |(116-| (116-
KEGG pathway map Term 11114;/ lllli/ a16- | (116 | 117/ | 117y
117) | 117) | 114" | 1157
1. Metabolism avervicnmans "“[1.0  |hsa00071:Fatty acid metabolism 15 17
L1 Carbohydrate 17 1 |hsa00010:Glycolysis / Gluconeogenesis 7 20 23
1.1 |hsa00020:Citrate cycle (TCA cycle) 9 18 20
1.1 |hsa00030:Pentose phosphate pathway 6 11
1.1 |hsa00052:Galactose metabolism 5
1.1 |hsa00500:Starch and sucrose 5
metabolism
1.1 |hsa00520:Amino sugar and nucleotide 13 15
sugar metabolism
1.1 |hsa00620:Pyruvate metabolism 6 16 16
1.1 |hsa00630:Glyoxylate 7
anddicarboxylate metabolism
1.1 |hsa00640:Propanoate metabolism 12 12
12 Energy 1.2 |hsa00190:Oxidative phosphorylation 15 36 32
1.3 Lipid metaboism |1 3 1 hsa(0062:Fatty acid elongation in 6 6
mitochondria
1Saminoacid 17 5 |hsa00250:Alanine, aspartate and 10
glutamate metabolism
1.5 |hsa00270:Cysteine and methionine 11 12
metabolism
1.5 !1s3002_80:Valine, le}lcine and 16 16
isoleucine degradation
1.5 |hsa00290:Valine, leucine and 6 6
isoleucine biosynthesis
wiconamd |18 |hsa00670:One carbon pool by folat 7 7
vitamins ) pOO y ofate
R, 2l Transeription 15 1 Thsa03040:Spliceosome 39 66 67
processing 22 Translation 15 5 Thsa00970: Aminoacyl tRNA 19 20
biosynthesis
2.2 |hsa03010:Ribosome 25 67 65
Eddeamgsorting 2.3 |hsa03018:RNA degradation 15 17
2.3 |hsa03050:Proteasome 24 25
nvir 3.3 Si
inrf;,cr::::;“ molecules and 33 |hsa04512:ECM receptor interaction 3 2
4. Cellular processes |41 Transportand |4 7 |hga(4142:Lysosome 7 24
42 Cellmotility 14 5 'hsa04810:Regulation of actin 4
cytoskeleton
o st Wem 151 |hsa04640:Hematopoietic cell lineage 3
6. Human diseases |04 egencrative |0-4 |ns205010:Alzheimer's disease 16 39 35
diseases 6.4 |hsa05012:Parkinson's disease 19 42 37
6.4 |hsa05016:Huntington's disease 22 53 45
€8 Infections 1 6.8 |hsa05130:Pathogenic Escherichia coli 17 71
infection
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Supplementary Table S11.Comparison of functional annotation results for the quantitative analysis of
proteomes from 3 different cell lines: HEK293, U937 and PBMCs. Enrichment of
GENETIC ASSOCIATION DB DISEASE categories performed in DAVID Bioinformatics
Resources 6.7; thresholds: Count=2, EASE=0.05.

Count

Term 114/ 115/ [ (116-117)/[(116-117)/
H4AIS | US4 e ane-117) | 114 115

Aalpha and gamma fibrinogen plasma levels 2

atherosclerosis, coronary atherosclerosis,

generalized 2

atherosclerosis, coronary; tuberculosis 3 4

benign breast disease breast cancer 2

cerebrovascular disease; sickle cell anemia 3

coronary artery stent thrombosis

diabetes, type 1 6

endometrial cancer; cervical cancer;
radiosensitivity, clinical

fibrinogen

fibrinogen heart disease, ischemic tissue
plasminogen activator level

fibrinogen I1-6 myocardial infarct

fibrinogen myocardial infarct

N (NN NN

lymphoproliferative disorders; blood transfusion
complications

metabolism disorders 2

metabolism disorders; myocardial infarction;
stroke, ischemic

myocardial infarct

myocardial infarct; atherosclerosis, coronary

N | W N

myocardial infarct; lymphoproliferative
disorders; restenosis

myocardial infarct; thromboembolism, venous;
thrombosis, deep vein

\S)

myocardial infarction 4

myocardial infarction; stroke 2

Parkinson's disease 6

skin lesions, arsenic-induced 3

stroke 3

stroke, ischemic




